Open Cross-platform Package for Simulation
Nanostructures and Biosystems

KVAZAR

http :// nanokvazar.ru/
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Hierarchy of modeling approaches: atom i molecule i mesosystem i continuous media

KVAZAR
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Project KVAZAR T flexible tool of multiscale computer modeling of nan
and bioobjects and devices on its basic that is based on effective
combination of modern approaches of quantum mechanic, molecular
modeling and informational technologies
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Biological Micro- and
Macromolecular Systems
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. Problem of Overcoming the Blood-brain barrier
(RSCF Ne214-15-00128)
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Atomistic model of endothelial receptoicadherin (Protein Data Bank, PDB),
on the base of which coargeained model in softwarkkKVAZAR » was created
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Coarsegrained model otadherin.
Time of modeling 5 ns, T=310 K
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